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GAATTCCGCTGCGCTACGACCTGGATTCCGCGATGAGGCCGCTGGTGCGCGGTGG 55 
I PLRYDLDSAMRPLVRGG 

TACGTATCTGGACCCGGAGGCGGCAGCCGCCGGCGCCGCCGCGGTGGCCGGCCAGGGCCG 115 
TYLDPEAAAAGAAAVAGQGR 



CGGGTAATTGTTTGAGATCCCACCTGCCGGCGGTTTCGGCGGCTGATGGTGTGCTTTGGT 175 
G 

CCGCTGTTTGC^AACAGCATGTGAACGGTAACCGAACAGCTGTGGCGTAGTGTGTGACT 235 
TGTCCGATTTTGGCCTTGCCGCGCTAGGGCGACGTTCACCGGATTTGTAGGATTTTCCTT 295 

""so*"* 

GTGACTGTGTTCTCGGCGCTGTTGCTGGCCGGGGTTTTGTCCGCGCTGGCACTGGCCGTC 355 
MTVFSALLLAGVLSALALAV 20 

S«nX3 -» 

GGTGGTGCTGTTGGAATGCGGCTGACGTCGCGGGTCGTCGAACAGCGCCAACGGGTGGCC 415 
GGAVGMRLT5RVVEQRQRVA 40 



ACGGAGTGGTCGGGAATCACGGTTTCGCAGATGTTGCAATGCATTGTCACGCTGATGCCG 4 7 5 
T E W S G I TVSQMLQCIVTLM P 60 



CTGGGCGCCGCGGTGGTGGACACCCATCGCGACGTTGTCTACCTCAACGAACGGGCCAAA 535 
L G A A V V DTHR DVVYLNERAK 80 



GAGCTAGGTCTGGTGCGCGACCGCCAGCTCGATGATCAGGCCTGGCGGGCCGCCCGGCAG 595 
ELGLVRDRQLDDQAWRAARQ 100 



GCGCTGGGTGGTGAAGACGTCGAGTCCGACCTGTCGCCGCGCAAGCGGTCGGCCACGGGT 655 
ALGGEDVESDLSPRKRSATG 120 



CGATCCGGGCTATCAGTGCATGGGCATGCCCGGTTGCTGAGCGAGGAAGACCGCCGGTTC 715 
RSGLSVHGHAR. LLSEEDRRF 140 



GCCGTGGTGTTCGTGCACGACCAGTCGGATTATGCGCGGATGGAGGCGGCTAGGCGTGAC 775 
A V V F V H OQS DYARM.EAARRD 160 



TTCGTGGCCAACGTCAGTCACGAGCTCAAGACGCCCGTCGGTGCCATGGCTCTACTCGCC 835 
F V A N VSHELKTPV G A M A L L A 180 
T H 
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GAGGCGCTGCTGGCGTCGGCCGACGACTCCGAAACCGTTCGGCGGTTCGCCGAGAAGGTG 8 95 
EALLASADDSETVRRFAEK V 200 



CTCATTGAGGCCAACCGGCTCGGTGACATGGTCGCCGAGTTGATCGAGCTATCCCGGCTA 955 
L IEANRLGDMVAEL I ELS RL 220 



CAGGGCGCCGAGCGGCTACCCAAT ATGACCGACGTCGACGTCGATACGATTGTGTCGGAA 1015 
QGAERLPNM-TDVDVDTXVSE 240 



GCGATTTCACCCCATAAGGTGGCGGCCGACAACGCCGACATCGAAGTCCGCACCGACGCG 107 5 
AISRHKVAADNADIEVRTDA 260 



CCCAGCAATCTGCGGGTGCTGGGCGACCAAACTCTGCTGGTTACCGCACTGGCAAACCTG 1135 
PSNLRVLGDQTLL V T A L A N L 280 

N 

GTTTCCAATGCGATTGCCTATTCGCCGCGCGGGTCGCTGGTGTCGATCAGCCGTCGCCGT 1195 
V S W A IAYSPRGSLVSISRRR 300 



CGCGGTGCCAACATCGAGATCGCCGTCACCGACCGGGGC ATCQGCATCGCGCCGGAAG AC 1255 
RGANIEIA VTDRGIGIA P E D 320 

Gl 

CAGGAGCGGGTCTTCGAACGGTTCTTCCGGGGGGACAAGGCGCGCTCGCGTGCCACCGGA 1315 
Q E R V F E R F FRGOKARS RATG 340 
F 

GGCAGCGGACTCGGGTTGGCCATCGTCAAACACGTCGCGGCTAATCACGACGGCACCATC 1375 
G3GLGL ATVKHVAANHDGTI 360 



CGCGTGTGGAGCAAACCGGGAACCGGGTCAACGTTCACCTTGGCTCTTCCGGCGTTGATC 14 35 
RVWS K PG TG ST FTLAL PA LI 380 



G AGGCCT ATCACGACGACGAGCGACCCGAGCAGGCGCGAGAGCCCGAACTGCGGTC AAAC 14 95 
EAYHDDERPEQAREPELRSN 400 



AGGTCACAACG AGAGGAAGAGCTGAGCCGATGACCTGCGCCGACGACGATGCAG AGCGTA 1555 
RSQREEELSR420 



G2 




(cont\) 
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GCGATGAGGTGGGGGCACCACCCGCTTGCGGGGGAGAGTGGCGCTGATGACCTGCGCCGA 1615 

CGACGATGCAGAGCGTAGCGATGAGGTGGGGGCACCACCCGCTTGCGGGGGAGAGTGGCG 167 5 

CTGATGACCAGTGTGTTGATTGTGGAGGACGAGGAGTCGCTGGCCGATCCGCTGACGTTT 1735 
MTSVLIVEDEESLADPLTF 19 



CTGCTGCGCAAGG AGGGCTTTG AGGCCACGGTGGTGACCGATGGTCCGGCAGCTCTCGCC 1795 
LLRKEGFEATVVTDGPAALA 39 



GAGTTCGACCGGGCCGGCGCCGACATCGTCCTGCTCGATCTGATGCTGCCTGGGATGTCG 1855 
EFDRAGADIVLLDLMLPGMS 59 



GGTACCGATGT ATGC AAGCAGTTGCGCGCTCGGTCCAGCGTTCCGGTGATCATGGTGACC 1915 
GT DVCKQLRARSSVPVI M V T 79 



GCCCGGGATAGCG AG ATCG AC AAGGTGGTCGGCCTGGAGCTGGGCGCTGACGACTACGTG 1975 
ARDSEI OKVVGLELGADDYV 99 



ACCAAGCCCTATTCGGC ACGCG AGTTG ATCGCACGCATCCGCGCGGTGCTGCGCCGTGGC 2035 
TKPYSARELIARIRAV LRRG 119 



GGCGACGACG AC TCGG AGATGAGCGATGGCGTGCTGG AGTCCGGGCCGGTTCGCATGGAT 2095 
GDDDSEMSDGVLESGPVRMD 139 



GTGGAGCGCCATGTCGTCTCGGTGAACGGTGACACCATCACGCTGCCGCTCAAGGAGTTC 2155 
VERHVVSVNGDTITLPLKEF 259 



GACCTGCTGGAATACCTGATGCGC AACAGCGGGCGGGTGTTGACTCGCGGACAACTGATC 2215 
DLLEYLMRNSGRVLTRGQLI i79 



JUgX3 




(cont.) 
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GACCGGGTCTGGGGTGCGGACTACGTGGGCGACACCAAG ACGCTCGACGTCC ATGTCAAG 2275 
ORVWGAOYVGDTKTLDVHVK 199 

CGGCTGCGCTCCAAGATCGAAGCCGACCCGGCTAACCCGGTTCACTTGGTGACGGTGCGC 2335 
RLRSKIEADPANPVHLVTVR 219 

GGGCTGGGCTACAAACTCGAGGGCTAGCGGACGCdGACAACCTTGGCGACTGTCTGGTCG 2395 
GLGYKLEG227 

GCTACGGCCAGTGCCATCGCCATGATGGACAGCTGCGGGTTCACTTCCGGGCAGCTGGGC 24 55 
AGGATCGAGGCG7CGGCAACCCACACGCCCTCGACGCCGCGCAGCCGGCCCGTCGCGTCG 2515 
ACCGGACAAAGCTGCTCGTCGGCGCCGGCGGCCGCGGTGCCCGTCGGATGG AAGGCGGCC 2575 
AGGTGCAGGCTTCTGGGGTTGGCTCGGCGCAGCACATCCTGCAGCTCGGGCAGGGACCGC 2635 
ATCGGTGGGGCGCCGGGGATACCGGTCAGCACCTCCACCGCGCCGGCGGCAAAGAACAGC 2695 
CGGCCAATGGCCTGCAGCGCGACCCGTAGCTTGGCGATCTCACCTGGAGCTATGTCATAG 2755 
CGCACCACCGTCTCGCCGCGCACCGACCGCACCGTGCCGACGCCCCGATCGGCCACCATC 28 L5 
GCCCCGAATGTTGCGATCTGCGGCGCCCGGTCGAGCCAGCGGAGCAGCTCGGCCCCGTAG 2875 
CCGGGG AAGACCATCGACCCCATGCCCGGCGGTGTGGAGGTGGCCTCGATCAGC ACGCCG 2935 
TCGGATTCGTG AAACTCGTGAACCGCCGCGCTCTGCAGCACCCCGCGCC ACGCG AAGACG 2995 
TCGTCGTCGAAGAGCCCGGCCAGCATAGTTGCCGGGTGCAGCGCAAGGTTGTGGCCCAGT 3055 
CGCGGTGCCCACCAAGACCGCTGCGCCGCAACAGCCCTGGCGTCTCCGTCGCACCGGCGG 3115 
CGACGACGACCGCGTCGGCCAGCACGTCGAGTGTGGTGCCGTCGGGCCGGCGGGCTCGC A 317 5 
CGCCATAGGCCCGCCCGGCGCGGTGCAGGATCC 3208 
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A, BCG 

GCT GAG CCG ATG ACC TGC GCC GAC GAC GAT GCA GAG CGT AGC GAT 
MTCADDDAERSD 

v r> L S R 
senX3 

GAG GTG GGG GCA CCA CCC GCT TGC GGG GGA GAG TGG CGC TGA TGA 
EVGA PPACGGEWR * * 

M T 

^ CCT GCG CCG ACG ACG ATG CAG AGC GTA GCG ATG AGG TGG GGG CAC 

P CADDDAERSDEVGAP 

CAC CCG CTT GCG GGG GAG AGT GGC GCT GAT GAC CAG TGT 

ify ' M T s v — ► regX3 

Q ' PACGGEWR* * 

CP 



B. Mycobacterium tuberculosis 



21 senX3 

ry 



GCT GAG CCG ATG ACC TGC GCC GAC GAC GAT GCA GAG CGT AGC GAT 
MTCADDDAERSD 
L S R * 



GAG GTG GGG GCA CCA CCC GCT TGC GGG GGA GAG TGG CGC TGA TGA 
EVGA PPACGGEWR* * 

M T 

CCT GCG CCG ACG ACG ATG CAG AGC GTA GCG ATG AGG TGG GGG CAC 

CADDDAERSDEVG AP 
CAC CCG CTT GCG GGG GAG AGT GGC GCT GAT GAC CTG CGC CGA CGA 

M T C A D D 



W 



CGA TGC AGA GCG TAG CGA TGA GGA GGA GTG GCG CTG ATG ACC AGT 

M t s — ► regX3 

DAERSDEEEWR * * 
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